Characterization of Isolates of Phytophthora infestans from Tomato and Potato in North Carolina from 1993 to 1995.
Eighty-five isolates of Phytophthora infestans from 33 tomato and 8 potato fields in North Carolina, South Carolina, and Tennessee were collected from 1993 to 1995 and tested for mating type, sensitivity to metalaxyl, and allozyme genotype at glucose-6-phosphate isomerase (Gpi) and peptidase (Pep) loci. One isolate collected from potato in eastern North Carolina in 1994 was the A1 mating type, whereas all other isolates from potato and tomato were the A2 mating type. Six isolates were sensitive to metalaxyl (<40% growth at 1.0 μg of metalaxyl per ml), nineteen isolates were intermediate in sensitivity to metalaxyl (>40% growth at 1.0 μg of metalaxyl per ml and <40% growth at 100 μg of metalaxyl per ml), and sixty isolates were resistant to metalaxyl (<40% growth at 1.0 and 100 μg of metalaxyl per ml). Four different allozyme genotypes at the Gpi and Pep loci were identified. The single A1 isolate found on potato in eastern North Carolina had the dilocus allozyme genotype Gpi 86/100, Pep 92/100 and was identified as the US-1 genotype. Fifty-five isolates had the dilocus allozyme genotype Gpi 100/111, Pep 100/100 and were classified as the US-7 genotype, whereas twenty-four isolates were Gpi 100/111/122, Pep 100/100 and were classified as the US-8 genotype. Two isolates that were sensitive to meta-laxyl and seventeen isolates that were intermediate in sensitivity to metalaxyl were found among the US-7 and US-8 genotypes. In addition, five isolates had the allozyme genotype Gpi 100/100, Pep 92/100 (similar to the previously reported US-6 genotype), but they were the A2 mating type and either sensitive or intermediate in response to metalaxyl. These isolates composed a new genotype not previously reported in the United States and were designated as US-18. The US-7 genotype was more frequent on tomato in western North Carolina and the US-8 genotype was present on potato in eastern North Carolina, indicating that different inoculum sources are responsible for epidemics on the two crops in different regions of the state.